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Abstract
Limited data on relative ﬁtness and virulence of antimicrobial-resistant Acinetobacter baumannii are known. We aimed to study the vir-
ulence and ﬁtness cost of ciproﬂoxacin-resistance in A. baumannii (CipR) compared with the susceptible parental wild-type strain
(CipS). Human lung epithelial cells were infected with CipS and CipR for 24 h. Competition ﬁtness was monitored in vitro and in vivo
in a murine peritoneal sepsis model. We showed that CipR induced less cell death than CipS and CipR growth was slow when in
competition with CipS. Altogether, acquisition of ciproﬂoxacin resistance confers a biological ﬁtness cost and reduces virulence in
A. baumannii.
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Abstract
High cytomegalovirus (CMV) IgG levels have been identiﬁed as a risk factor for arteriovenous ﬁstula (AVF) failure. None of the 68 pat-
ents in our study were CMV IgM positive, although 96% were CMV IgG positive. CMV antigens were detected in the radial artery or
cephalic vein of 46% of patients who received an AVF. The presence of CMV antigens or high serum CMV IgG levels had no prognostic
value for AVF failure.
ª2011 The Authors
Clinical Microbiology and Infection ª2011 European Society of Clinical Microbiology and Infectious Diseases
ONLINE-ONLY RESEARCH NOTES 10.1111/j.1469-0691.2011.03743.x
Online-Only Abstracts: Population-based burdenof bloodstream infectionsinFinland
Evaluation and use of NS1 IgM antibody detection for acute dengue virus diagnosis: report
from an outbreak investigation
S. Gowri Sankar1, K. J. Dhananjeyan2, R. Paramasivan2, V. Thenmozhi2, B. K. Tyagi2 and S. John Vennison1
1) Department of Biotechnology, Anna University of Technology, Tiruchirappalli and 2) Centre for Research in Medical Entomology (CRME), Indian Council
of Medical Research, Chinna Chokkikulam, Madurai, Tamil Nadu, India
Original Submission: 18 June 2011; Revised Submission: 17 August 2011; Accepted: 4 October 2011
Editor: T. A. Zupanc
Article published online: 15 November 2011
Clin Microbiol Infect 2012; 18: E8–E10
10.1111/j.1469-0691.2011.03694.x
Abstract
The usefulness of detecting circulating non-structural protein 1 (NS1) IgM antibodies for diagnosing acute dengue virus infection was
evaluated during an outbreak investigation along with other routinely used laboratory diagnostic methods. For the ﬁrst time, the sam-
ples were also tested for NS1 antigen detection. NS1 IgM antibody detects all the serum samples that were positive for NS1 antigen
detection within ﬁrst 5 days of infection. The sensitivity of the NS1 IgM ELISA was higher when compared with RT-PCR and therefore,
it could be used for early diagnosis.
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Abstract
A strain of Escherichia coli was positive for 5 aminoglycoside modifying enzyme genes (aac(3)-I, aac(6¢)-Ib-cr, ant(3¢¢¢¢)-I, aadA5, and
aph(3¢)-I) in PCR assays. And these positive genes confer resistance to aminoglycosides (gentamicin and tobramycin). This is the ﬁrst
report of emergence of ﬁve kinds of aminoglycoside-modifying enzymes genes simultaneously in E. coli worldwide.
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Abstract
Individual and ward risk factors for P. aeruginosa-induced urinary tract infection in the case of nosocomial urinary tract infection in the
intensive care unit were determined with hierarchical (multilevel) logistic regression. The 2004–2006 prospective French national inten-
sive care unit nosocomial infection surveillance dataset was used and 3252 patients with urinary tract infection were included; 16% were
infected by P. aeruginosa. Individual risk factors were male sex, duration of stay, antibiotics at admission and transfer from another inten-
sive care unit. Ward risk factors were patient turnover and incidence of P. aeruginosa-infected patients.
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